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Molecular identification of Arabis mosaic virus from imported Gladiolus hybridus
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- Abstract: Arabis mosaic virus( ArTMV ) had been found in the Gladiolus hybridus imported from the Nether-
lands by DAS-ELISA. Two pairs of primers were designed according to the conserved region of the coat pro-
tein( CP) gene sequence of Arabis mosaic virus (ArMV) ,and two amplified bands with expected sizes of 750
bp and 250 bp were obtained by reverse transcription polymerase chain reaction (RT-PCR). The sensitivity of
nested PCR was higher than that of single RT-PCR. Analysis of the partial sequenced CP gene showed that the
isolate was closed to ArMV with similarity of 99.0% -100% . All the results demonstrated that the isolated

virus was ArMV,
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Fig.1 Detection of Arabis mosaic virus by RT-PCR
1 =2 Positive control; 3. Negative control; 4: Primer pairs [ ; 5: Primer pairs [ ; M. DL 2000 marker.
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Fig.2 Detection of Arabis mosaic virus by nested PCR
1: CK; 2,5: Amplified product from first round of PCR; 3,4. Amplified product from second
PCR round of PCR; M DL2000 marker.
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Fig.3 Sensitivity of nested PCR to detection for Arabis mosaic virus
1: Amplification plot of dilution of cDNA 20 times by RT-PCR using primer pairs;
2 -7 Amplification of different dilution of cDNA including 160,80,40,20,10 and 5 times by nested PCR;8; CK.
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